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1. What’s the difference between the RapidTip and the RapidTip2? 

A: The RapidTip purifies a 25ul PCR sample volume and removes dNTPs, primers, and primer-dimers 
for use in a Sanger sequencing reaction.   The RapidTip2 purifies a 50ul sample volume and removes 
dNTPs, primers, primer-dimers and polymerase for use in restriction digests, T-A cloning, and Sanger 
sequencing reactions. 

2. What sample volume does the RapidTip2 purify?  Is there any sample loss? 

A:  The RapidTip2 purifies a 45-55 µl sample volume.  Approximately 10 µl of liquid will remain in the 

tip. 

3. What polymerases does the RapidTip2 remove? 

A: We successfully remove standard, hot start, and proofreading polymerases from several popular 
suppliers.   

4. What is the yield of the RapidTip2? 

A: The RapidTip2 will yield up to 90% of the starting DNA. 

5. What PCR fragment length will it purify? 

A: The RapidTip2 purifies fragments of 100bp to 10kb.  

6. Will the RapidTip2 remove primer-dimers?  

A: Yes.  The RapidTip2 effectively removes primers and primer-dimers 50bp or shorter. 

7. What is the capacity of the RapidTIp2? 

A: Given the RapidTip2 does not bind the DNA, it does not have a DNA binding capacity.   We have  
sufficient capacity to effectively remove the impurities from a 50ul PCR reaction. 

8. Can the RapidTip2 be re-used? 

A: No - the RapidTip2 is a single use purification tip optimized to purify a single 50 ul (+/- 5ul) sample.  

9. Can I purify a 25 ul PCR sample with the RapidTip2? 

A: The RapidTip2 is optimized for a 50 ul PCR reaction size.  We do not guarantee the performance of 
the tip for any sample size that is not 45-55 ul in volume.  

10. Can I purify cDNA with the RapidTip2? 



A:   RapidTip2 will remove unincorporated dNTPs and primers as well as polymerase. It will not remove 
RNAseH, reverse transcriptase, nor any salts present in the buffer. If your downstream reaction can 
tolerate RNAseH, reverse transcriptase, and the buffer salts, then RapidTip2 will likely give you good 
cDNA purification results. 

11. Can I remove fluorescent or radioactive labeled dNTPs with the RapidTip2? 

A: RapidTIp2 has not been tested for removal of fluorescently or radioactively labeled dNTPs. 
However, RapidTip2 can be expected to remove labeled dNTPs. Please test side-by-side with your 
typical purification method to see if it works for your application. 

12. Can I use the RapidTip2 to purify DNA amplified from my plasmid? 

A:   Yes, RapidTip2 can be used to purify a PCR reaction that used plasmid DNA as a template. 
However, like many popular purification methods, RapidTip2 will not remove the plasmid template from 
the reaction. 

13. Can I use the RapidTip2 for gel purification? 

A: No. The RapidTip2 is not designed to remove agarose. We suggest you optimize PCR for a single 
band prior to RapidTip2 purification. 

14. Can I use the RapidTip2 to remove restriction enzymes? 

A:  The RapidTip2 removes dNTPs, primers, primer-dimers and polymerase.  It does not remove any 
other enzymes. 

15. What pipettors are compatible with the Diffinity RapidTip2? 

A: The RapidTip2 is available in two different tip formats: one that is compatible with ‘universal’ pipettes 
and another that is compatible with Rainin LTS® pipettes.  The ‘universal’ tip best fits Benchmate, 
Biohit, Eppendorf, Oxford, and Pipetman standard pipettors. We have also had customers use 
Alphapette, Finnpipette, Gilson/Genemate, Labnet, and Rainin traditional pipettors with successful 
results.  Make sure when you order you select the correct format RapidTip2.  

16. Does the RapidTip2 remove salts? 

A: The RapidTip2 removes dNTPs, primers, primer-dimers, and polymerase from a PCR sample and 
leaves the purified amplicon in the PCR buffer solution.   The purification process does not add any 
salts and the low amount of salt in a PCR reaction does not interfere with a restriction digest or Sanger 
sequencing reaction.  

17. What is the shelf life of the RapidTip2? 

A:  RapidTip2s have a shelf life of 1 year. 

18.. Can the RapidTip2 be used in Next Generation Sequencing library preparations? 

A: At this time, the RapidTip2 effectively removes dNTPs, primers, primer-dimers, and polymerase and 
leaves DNA fragments of 100bp to 10kb in solution.  The RapidTip2 could be added to a library 
preparation workflow to remove small fragments of 50bp or less.  However, the RapidTip2 purification 
process does not perform a buffer exchange or concentration of DNA at this time.  That is a future 



product in the Diffinity Genomics pipeline.   There is an application note on the Diffinity website 
describing a customer’s successful use of the RapidTip in a Roche 454 FLX library preparation and 
achieved improved sequencing results. 

19.How do I measure DNA recovery? 

A: To estimate percent recovery, analyses of the samples pre-purification and post-purification are 
necessary.  For this process, we recommend either a PicoGreen®2 type assay or visualization on 
agarose gel.   

PicoGreen: The PicoGreen assay uses an intercalating dye to specifically quantitate only double-
stranded DNA. When taking a PicoGreen reading pre-purification, PCR primers and dNTPs will 
not falsely inflate the reading. This enables a more accurate quantification of recovery.  

Agarose Gel: In addition to PicoGreen readings, visualization of the sample pre- and post-
purification on agarose gel along with a DNA Ladder for accurate size and mass estimations 
(quantitation) of nucleic acid fragments is recommended, but would be more subjective. For most 
accurate results, run both pre- and post-purified samples on the same gel to minimize differences 
in electrophoresis parameters and imaging processes. 

Spectrophotometric analysis using Optical Density (OD) at 260 nm is discouraged because 
at 260 nm, in the post-purified sample, any remaining single-stranded primers and dNTPs 
(expected to be in very small amounts that will not affect Sanger sequencing) and other 
interfering chemical substances (see attached paper) that show absorbance at this wavelength 
will contribute to the overall absorbance reading, giving an incorrect quantification of desired PCR 
product.  

 

    


